The title organic compound (Fig. 1) , required as an intermediate in the synthesis of lamellarin alkaloids (Fan et al., 2008) , was prepared by Fries rearrangement of 3,4-dimethoxyphenyl acetate with boron trifluoride etherate. Syntheses of the same compound by related Fries rearrangements have been reported by Ploypradith et al. (2003) and Nolan et al. (2009) .
The molecular structure of the title compound, C 10 H 12 O 4 , contains an intramolecular hydrogen bond between the phenol and acetyl substituents. In the crystal, C-HÁ Á Á interactions act between the molecules in a cyclic manner to stabilize stacks of molecules along the b axis. Several C-HÁ Á ÁO interactions are present between the stacks.
Related literature
For a review on lamellarin alkaloids, see: Fan et al. (2008) . The experimental procedure of Combes et al. (2002) for a related Fries rearrangement was adapted for the synthesis of the title compound. For alternative syntheses of the title compound by Fries rearrangement, see: Ploypradith et al. (2003) ; Nolan et al. (2009) Refinement R[F 2 > 2(F 2 )] = 0.032 wR(F 2 ) = 0.085 S = 1.06 1214 reflections 134 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.20 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) Àx þ 1; Ày; z À 1 2 ; (ii) Àx þ 1; Ày þ 1; z þ 1 2 ; (iii) x; y À 1; z; (iv) x; y þ 1; z.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and SCHAKAL99 (Keller, 1999) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of (I), showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 0.0297 (9) 0.0267 (8) 0.0222 (8) −0.0035 (7) 0.0024 (7) 0.0010 (7) C5 0.0214 (8) 0.0284 (8) 0.0247 (8) −0.0017 (7) 0.0017 (7) 0.0017 (7) C6 0.0278 (8) 0.0279 (8) 0.0257 (9) −0.0015 (7) 0.0036 (7) −0.0002 (7) C7 0.0331 (10) 0.0384 (10) 0.0322 (10) −0.0113 (8) −0.0023 (8) 0.0015 (9) C8 0.0439 (12) 0.0401 (11) 0.0345 (10) −0.0141 (9) 0.0022 (9) −0.0072 (9) C9 0.0424 (11) 0.0304 (9) 0.0342 (9) 0.0044 (7) 0.0023 (9) −0.0072 (8) C10
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Cg1 is the centroid of the C1-C6 ring. 
